Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.034; wR factor = 0.087; data-to-parameter ratio = 13.1.
In the title compound, C 15 H 13 BrN 2 O, the pyrimidine ring adopts a skew boat conformation. The amino H atom forms an intermolecular hydrogen bond with the carbonyl O atom of an adjacent molecule, forming an inversion dimer. Another lone pair of electrons on the same carbonyl O atom acts as acceptor for another N-HÁ Á ÁO intermolecular hydrogen bond with a neighbouring molecule, forming chains along the c axis. H atoms treated by a mixture of independent and constrained refinement Á max = 0.89 e Å À3 Á min = À0.86 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Symmetry codes: (i) Àx; Ày þ 1; Àz; (ii) x; Ày þ 3 2 ; z þ 1 2 .
Data collection: SMART (Bruker, 2001); cell refinement: SMART; data reduction: SAINT (Bruker, 2001); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. 
Comment
The synthesis of quinazolinone derivatives has been the focus of great interest, because it was reported that its derivatives possessed a broad spectrum of biological properties. Some of these activities include antidepressant (Na et al., 2008) , anticancer (Hwang et al., 2008) , anti-inflammatory (Alagarsamy, et al., 2007) , antibacterial (Alagarsamy et al., 2006) , and antitubercular activity (Nandy et al., 2006) . The title compound may be used as a new precursor for obtaining bioactive molecules. We report here the crystal structure of the title compound, (I).
In the title molecule the pyrimidine ring of the quinazolinone moiety is slightly distorted and adopts a skew conformation ( Fig. 1 ). The atoms C1 and N1 deviate from the basal plane defined by the atoms C2/C3/C8/N2 by 0.631 (4) and 0.222 (4) Å, respectively. Similar structures were observed in the structures of 2-(4-chloroanilino)-3-(2-hydroxyethyl)-quinazolin-4(3H)-one (Wang et al., 2008) and 3-(2-hydroxyethyl)-2-(p-tolylamino)-quinazolin-4(3H)-one (Zhang et al., 2009) . In (I), the basal plane of the pyrimidine ring is nearly parallel to the phenyl ring C3/C4/C5/C6/C7/C8, forming a dihedral angle of 4.5 (2)°, and is nearly perpendicular to another 4-bromophenyl ring, forming a dihedral angle of 82.2 (1)°.
Intermolecular N1-H1···O1 hydrogen bonds (Table 1) are formed between the amino and carbonyl groups, and link the moleclues forming dimers (Fig. 2) . Another intermolecular N2-H2···O1 hydrogen bond links the neighbouring molecules forming polymeric chains along the c-axis.
Experimental
The title compound was prepared by the reaction of 2-aminobenzamide (0.272 g, 2 mmol) and 4'-bromoacetophenone (0.398 g, 2 mmol) in the presence of iodine (0.026 g) in tetrahydrofuran at 323 K for 6 h (yield 86%, m.p. 494-496 K). Crystals of (I) suitable for X-ray diffraction were obtained by slow evaporation of a dimethylformamide solution.
Refinement
The H atoms bonded to C atoms were included at geometrically idealized positions and refined in riding-model approximation with C-H = 0.93 and 0.96 Å, for aryl and methyl H atoms, respectively; the H atoms bonded to N atoms were allowed to refine. The U iso (H) were allowed at 1.2U eq (parent atoms). The final difference map was essentially featurless with the residual electron density located in the close proximity of the Br1 atom. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
